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Following the publication of this article \[[@CR1]\], the authors reported that the images of Fig. [2](#Fig1){ref-type="fig"} and Fig. [3](#Fig2){ref-type="fig"} were switched during typesetting. The correct Fig. [2](#Fig1){ref-type="fig"} and Fig. [3](#Fig2){ref-type="fig"} are reproduced in this Correction article. The original article has also been corrected.Fig. 2The sketch map of skip-*k* methodFig. 3The sketch map of feature $\documentclass[12pt]{minimal}
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